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· Conclusions from the simulation (part 1)
· Does knowing an allele is dominant or recessive tell you that it will be common (or rare)?
· No, it doesn’t tell you anything about if its going to be common or rare if you know if an allele is dominant or recessive 
· Over time, allele frequencies remain relatively the same, not a lot of change going on across generations **
· Do populations have “nice” phenotypic ratios?
· Genotype frequencies (and phenotype frequencies) at the population level are not the same as the family level 
· Allele frequencies give expected offspring genotype frequencies based on probability[image: ]
· Genotype frequencies of offspring
· p x p = p2A1A1
· Heterozygote: 2(pxq) = 2pq A1A2
· q x q = q2 A2A2
· [bookmark: _GoBack]f(A1) = p, f(A2) = q
[image: ]
· Conclusions from the simulation (part 2)
· We can predict genotype frequencies from probability (based on allele frequencies) and the way we predict them is if we let p = the frequency of the A1 allele and q= the A2 allele (whatever those alleles be, doesn’t matter it will work for all of them) then we expect the frequency of A1A1 is to be p2, f(A1A2)= 2pq (this is the heterozygote) and f(A2A2)= q2
· This is the Hardy Weinberg equilibrium 
· Assumptions: 
· Large population, so random chance isn’t playing a role, has little effect (Genetic Drift) 
· Random mating (just like a bag of egg and sperm)
· No gene flow (no migration)
· No differences in survival and reproductive success 
· No new alleles being introduced 
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Using Punnett Squares for Populations 
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Allele frequencies give expected offspring 
genotype frequencies based on probability 
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Using Punnett Squares for Populations  
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Allele frequencies give expected offspring 
genotype frequencies based on probability 
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where, 
f(A1) = p, f(A2) = q 










U s i n g   P u n n e t t   S q u ares for Populations  
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