                                Homework 4 BCH2333 Winter 2015
                       Topics covered: Primary and secondary, motifs

1. a) Highlight the nonpolar residues in the sequence below.
                         NYKTRAEVKFEGPTLNVRIELKG

b) Is there a potential turn in this sequence? If so, highlight the residues involved in the turn.

c) Fit this sequence on to a β-hairpin motif (use the anti-parallelt β-sheet model from the notes) and an α-hairpin motif (used the helical wheel/coiled-coil diagram). Which is a better fit?

d) What do you notice about the pattern of where the nonpolar residues occur? Does this make sense based on the best fit model from above?

2. a) highlight the nonpolar residues in this sequence
                NLEEAFEHLASPGAVSNIETMANSL

b) Are there potential turns in this sequence? If so, where?

c) Fit this sequence on to a β-hairpin motif (use the antiparallelt β-sheet model from the notes)

and an α-hairpin motif (used the helical wheel/coiled-coil diagram). Which is a better fit?

d) What do you notice about the pattern of where the nonpolar residues occur? Does this make sense based on the best fit model from above?

3. a) highlight the nonpolar residues in this sequence.
                   TIWVYGTPEELKKLKEEAKKGNIRVTF

b) Are there potential turns in the sequence? If so, where?

c) What motif does this likely correspond to?

4. Use two helical wheel diagrams to display the dimerization region of CREB. The CREB leucine zipper region has the following sequence (one-letter code)
                             LENRVAVLENQNKTLIEELKALKDLY

[bookmark: _GoBack]Show the hydrophobic interface and identify three additional favorable interactions at the dimer


opc v, Py o o sl

Lt et e s .
)b s i e bt
s e n .l o he st il e .

A ek e bkt i .

T ——

T —"

et poten s s s s, e

QP n i o e

3 e i et g W

B —

T

N
PY———

4ol o g cltay o imrtoregon o CRIA T
e e o)

Sttt e ey s e



